RAW SEQUENCE LISTING DATE : 09/17/2004 

PATENT APPLICATION: US/10/823 , 506 TIME: 11:38:31 

Input Set : N:\Crf3\RULE60\10823506.raw 
Output Set: N:\CRF4\09172004\J823506.raw 

1 <110> APPLICANT: Hellerqvist, Carl 

2 Fu, Changlin 

3 <120> TITLE OF INVENTION: GBS Toxin Receptor 

4 <130> FILE REFERENCE: CARB- 008/01US 

5 <140> CURRENT APPLICATION NUMBER: US/ 1 0/823 , 5 06 

6 <141> CURRENT FILING DATE: 2004-04-12 

7 <150> PRIOR APPLICATION NUMBER : US/0 9/3 5 9 , 16 7 

8 <151> PRIOR FILING DATE: 1999-07-21 

9 <150> PRIOR APPLICATION NUMBER: EARLIER APPLICATION NUMBER: 60-693 843 
W--> 10 <151> PRIOR FILING DATE: EARLIER FILING DATE: 1998-07-22 

11 <160> NUMBER OF SEQ ID NOS : 12 

12 <170> SOFTWARE: Patentln Ver. 2.0 
14 <210> SEQ ID NO: 1 

I 



15 <211> LENGTH: 2602 

16 <212> TYPE: DNA 

17 <213> ORGANISM: Homo sapiens | 

18 <22 0> FEATURE: " $ 



23 
24 



ENTERED 



19 <221> NAME/KEY: CDS L«w^lWll-««***■ 

20 <222> LOCATION: (58).. (1542) 

21 <400> SEQUENCE: 1 

22 tcgggccggc gctcccttct ctgccaggtg gcgagtacac ctgctcacgt aggcgtc 57 
atg agg tct ccg gtt cga gac ctg gcc egg aac gat ggc gag gag age 105 
Met Arg Ser Pro Val Arg Asp Leu Ala Arg Asn Asp Gly Glu Glu Ser 

25 1 5 10 15 

26 acg gac cgc acg cct ctt eta ccg ggc gcc cca egg gcc gaa gcc get 153 

2 7 Thr Asp Arg Thr Pro Leu Leu Pro Gly Ala Pro Arg Ala Glu Ala Ala 

28 20 25 " 30 

29 cca gtg tgc tgc tct get cgt tac aac tta gca att ttg gcc ttt ttt 201 

3 0 Pro Val Cys Cys Ser Ala Arg Tyr Asn Leu Ala He Leu Ala Phe Phe 

31 35 40 45 

32 ggt ttc ttc att gtg tat gca tta cgt gtg aat ctg agt gtt gcg tta 249 
3 3 Gly Phe Phe He Val Tyr Ala Leu Arg Val Asn Leu Ser Val Ala Leu 
34 50 55 60 

gtg gat atg gta gat tea aat aca act tta gaa gat aat aga act tec 297 
Val Asp Met Val Asp Ser Asn Thr Thr Leu Glu Asp Asn Arg Thr Ser 
H 65 70 75 " so 

38 aag gcg tgt cca gag cat tct get ccc ata aaa gtt cat cat aat caa 345 

3 9 Lys Ala Cys Pro Glu His Ser Ala Pro He Lys Val His His Asn Gin 

40 85 90 95 

41 acg ggt aag aag tac caa tgg gat gca gaa act caa gga tgg att etc 393 

42 Thr Gly Lys Lys Tyr Gin Trp Asp Ala Glu Thr Gin Gly Trp He Leu 

43 100 105 110 

44 ggt tec ttt ttt tat ggc tac ate ate aca cag att cct gga gga tat 441 



35 
36 
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PATENT APPLICATION: US/10/823 , 506 TIME: 11:38:31 

Input Set : N:\Crf3\RULE60\10823506.raw 
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" Ser Phe Phe G1 Y Tyr lie lie Thr Gin lie Pro Gly Gly Tyr 

115 120 125 

gtt gcc age aaa ata ggg ggg aaa atg ctg eta gga ttt ggg ate ctt 489 

Val Ala Ser Lys lie Gly Gly Lys Met Leu Leu Gly Phe Gly lie Leu 

49 130 135 140 

ggc act get gtc etc acc ctg ttc act ccc att get gea gat tta gga 537 

Gly Thr Ala Val Leu Thr Leu Phe Thr Pro lie Ala Ala Asp Leu Gly 

" 5 150 155 160 

gtt gga cca etc att gta etc aga gea eta gaa gga eta gga gag ggt 585 
Val Gly Pro Leu He Val Leu Arg Ala Leu Glu Gly Leu Gly Glu Gly 
55 165 170 175 

gtt aca ttt cca gcc atg cat gcc atg tgg tct tct tgg get ccc cct 633 
Val Thr Phe Pro Ala Met His Ala Met Trp Ser Ser Trp Ala Pro Pro 
58 180 185 190 



47 
48 



50 
51 



53 
54 



56 
57 



71 
72 



74 

75 



80 
81 



83 
84 



86 
87 



89 
90 



92 
93 



ctt gaa aga age aaa ctt ctt age att teg tat gea gga gea cag ctt 681 
Leu Glu Arg Ser Lys Leu Leu Ser He Ser Tyr Ala Gly Ala Gin Leu 



205 



59 
60 

61 195 200 

62 
63 

64 210 215 

65 
66 

« 225 230 235 240 

6 8 

69 



ggg aca gta att tct ctt cct ctt tct gga ata att tgc tac tat atg 72 9 
Gly Thr Val lie Ser Leu Pro Leu Ser Gly lie He Cys Tyr Tyr Met 



220 



aat tgg act tat gtc ttc tac ttt ttt ggt act att gga ata ttt tgg 777 
Asn Trp Thr Tyr Val Phe Tyr Phe Phe Gly Thr He Gly He Phe Tro 



ttt ctt ttg tgg ate tgg tta gtt agt gac aca cca caa aaa cac aag 
Phe Leu Leu Trp He Trp Leu Val Ser Asp Thr Pro Gin Lys His Lys 



70 245 250 



255 



aga att tec cat tat gaa aag gaa tac att ctt tea tea tta aga aat 
Arg He Ser His Tyr Glu Lys Glu Tyr He Leu Ser Ser Leu Arg Asn 



270 



agg ttc aat gtt caa gag aat ggg ttt tta tct tea ttg cct tat tta 
Arg Phe Asn Val Gin Glu Asn Gly Phe Leu Ser Ser Leu Pro Tyr Leu 



85 325 330 



335 



88 340 345 



350 



91 355 360 



365 



825 



873 



73 260 265 

cag ctt tct tea cag aag tea gtg ccg tgg gta ccc att tta aaa tec - 1 
Gin Leu Ser Ser Gin Lys Ser Val Pro Trp Val Pro He Leu Lys Ser 

76 275 280 285 

77 ctg cca ctt tgg get ate gta gtt gea cac ttt tct tac aac tgg act 969 

78 Leu Pro Leu Trp Ala He Val Val Ala His Phe Ser Tyr Asn Trp Thr 

79 290 295 300 
ttt tat act tta ttg aca tta ttg cct act tat atg aag gag ate eta 1017 
Phe Tyr Thr Leu Leu Thr Leu Leu Pro Thr Tyr Met Lys Glu He Leu 

82 305 iin -3 1 c 

315 32 0 



1065 



ggc tct tgg tta tgt atg ate ctg tct ggt caa get get gac aat tta 1113 
Gly Ser Trp Leu Cys Met lie Leu Ser Gly Gin Ala Ala Asp Asn Leu 



agg gea aaa tgg aat ttt tea act tta tgt gtt cgc aga att ttt age 1161 
Arg Ala Lys Trp Asn Phe Ser Thr Leu Cys Val Arg Arg He Phe Ser 

O c c . 



ctt ata gga atg att gga cct gea gta ttc ctg gta get get ggc ttc 1209 
Leu He Gly Met He Gly Pro Ala Val Phe Leu Val Ala Ala Gly Phe 
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94 370 375 380 

95 
96 

97 385 " 390 

98 
99 

100 405 ^ 410 



118 
119 



att ggc tgt gat tat tct ttg gcc gtt get ttc eta act ata tea aca 1257 
He Gly Cys Asp Tyr Ser Leu Ala Val Ala Phe Leu Thr He Ser Thr 

O O C -> ~ ,-. 



395 400 



aca ctg gga ggc ttt tgc tct tct gga ttt age ate aac cat ctg gat 1305 
Thr Leu Gly Gly Phe Cys Ser Ser Gly Phe Ser He Asn His Leu Asp 



415 



att get cct teg tat get ggt ate etc ctg ggc ate aca aat aca ttt 1353 
He Ala Pro Ser Tyr Ala Gly He Leu Leu Gly He Thr Asn Thr Phe 



430 



101 
102 

103 420 425 

104 gcc act att cca gga atg gtt ggg ccc gtc att get aaa agt ctg acc 1401 

105 Ala Thr He Pro Gly Met Val Gly Pro Val He Ala Lys Ser Leu Thr 
1Q 6 435 440 445 

107 cct gat aac act gtt gga gaa tgg caa acc gtg ttc tat att get get 1449 

108 Pro Asp Asn Thr Val Gly Glu Trp Gin Thr Val Phe Tyr He Ala Ala 

109 450 455 460 

110 get att aat gtt ttt ggt gcc att ttc ttt aca eta ttc gcc aaa ggt 1497 

111 Ala He Asn Val Phe Gly Ala He Phe Phe Thr Leu Phe Ala Lys Gly 

112 465 470 475 480 

113 gaa gta caa aac tgg get etc aat gat cac cat gga cac aga cac 1542 

114 Glu Val Gin Asn Trp Ala Leu Asn Asp His His Gly His Arg His 

115 485 490 495 

116 tgaaggaacc aataaataat cctgcctcta ttaatgtatt tttatttatc atgtaacctc 1602 

117 aaagtgcctt ctgtattgtg taagcattct atgtcttttt ttaattgtac ttgtattaga 1662 
tttttaaggc ctataatcat gaaatatcac tagttgccag aataataaaa tgaactgtgt 1722 
ttaattatga ataatatgta agctaggact tctactttag gttcacatac. ctgcctgcta 1782 

120 gtegggcaac atgaagtagg acagttctgt tgatttttta gggecatact aaagggaatg 1842 

121 agctgaaaca gacctcctga tacctttget taattaaact agatgataat tctcaggtac 1902 

122 tgataaacac ctgttgttgt tcactttcct cataaaaatt gtcagctctc tctgacactt 1962 

123 agacctcaaa ctttagcatc tctgtggagc tgccatccac tgtataattt cgcctggcaa 2022 

124 ctggactgag gggagtgtgc ccaggcagct gccaagcact ccctccctgg cttcagggtc 2082 

125 agagtgecca gcgtttatca gaggcagcat ccaagcccag agccagtgtc gaetcttegg 2142 

126 ctggtgcctt tcctctgagg ggctatcaat gtgtagataa agecctgagt aggcaagagc 2202 

127 agtgagatcc actgetatgg tcttgataca tcctcaaact ttcccttccc agcacagagg 2262 

128 aatattggct ggcatgeaac ctgeaaaaga aaaatgcgaa gcggccgggc acggtggctc 2322 

129 atgcctgtaa tcccagcact ttggggggct gaggtgggcg aatcatgaga tcaggagttc 2382 
13 0 gagaccagcc tggecagcat ggtgaaaccc catctctact aaaaatacaa aaaattagct 2442 

131 gggcgtggtg acgggcgcct gtaatcccag atactcagga ggctgaggta ggagaatcac 2502 

132 ttgaacctgg gaggtggaag ttgcagtgaa ccaagatcac gccactgcac tccagcctgg 2562 

133 gcgatggagc gagactccaa ctcaaaaaaa aaaaaaaaaa 2602 

135 <210> SEQ ID NO: 2 

136 <211> LENGTH: 495 
13 7 <212> TYPE: PRT 

13 8 <213> ORGANISM: Homo sapiens 

139 <400> SEQUENCE: 2 

140 Met Arg Ser Pro Val Arg Asp Leu Ala Arg Asn Asp Gly Glu Glu Ser 

14 1 15 10 15 

142 Thr Asp Arg Thr Pro Leu Leu Pro Gly Ala Pro Arg Ala Glu Ala Ala 

143 20 25 30 
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144 Pro Val Cys Cys Ser Ala Arg Tyr Asn Leu Ala He Leu Ala Phe Phe 

14 5 35 40 45 

146 Gly Phe Phe He Val Tyr Ala Leu Arg Val Asn Leu Ser Val Ala Leu 

147 50 55 60 

148 Val Asp Met Val Asp Ser Asn Thr Thr Leu Glu Asp Asn Arg Thr Ser 

149 65 70 75 80 

150 Lys Ala Cys Pro Glu His Ser Ala Pro He Lys Val His His Asn Gin 

151 85 90 95 

152 Thr Gly Lys Lys Tyr Gin Trp Asp Ala Glu Thr Gin Gly Trp He Leu 

153 100 105 110 

154 Gly Ser Phe Phe Tyr Gly Tyr He He Thr Gin He Pro Gly Gly Tyr 

155 115 120 125 

156 Val Ala Ser Lys He Gly Gly Lys Met Leu Leu Gly Phe Gly He Leu 

157 130 135 140 

158 Gly Thr Ala Val Leu Thr Leu Phe Thr Pro He Ala Ala Asp Leu Gly 

159 145 150 155 " 160 

160 Val Gly Pro Leu lie Val Leu Arg Ala Leu Glu Gly Leu Gly Glu Gly 

16 1 165 170 175 

162 Val Thr Phe Pro Ala Met His Ala Met Trp Ser Ser Trp Ala Pro Pro 
162 180 185 " 190 

164 Leu Glu Arg Ser Lys Leu Leu Ser He Ser Tyr Ala Gly Ala Gin Leu 

165 195 200 205 

166 Gly Thr Val He Ser Leu Pro Leu Ser Gly He He Cys Tyr Tyr Met 

167 210 215 220 

168 Asn Trp Thr Tyr Val Phe Tyr Phe Phe Gly Thr He Gly He Phe Trp 

169 225 230 235 ' 240 

170 Phe Leu Leu Trp He Trp Leu Val Ser Asp Thr Pro Gin Lys His Lys 

171 245 250 255 

172 Arg He Ser His Tyr Glu Lys Glu Tyr He Leu Ser Ser Leu Arg Asn 

173 260 265 270 

174 Gin Leu Ser Ser Gin Lys Ser Val Pro Trp Val Pro He Leu Lys Ser 

175 275 280 285 

176 Leu Pro Leu Trp Ala He Val Val Ala His Phe Ser Tyr Asn Trp Thr 

177 290 295 300 

178 Phe Tyr Thr Leu Leu Thr Leu Leu Pro Thr Tyr Met Lys Glu He Leu 

179 305 310 315 ' 320 

180 Arg Phe Asn Val Gin Glu Asn Gly Phe Leu Ser Ser Leu Pro Tyr Leu 

181 325 330 335 

182 Gly Ser Trp Leu Cys Met He Leu Ser Gly Gin Ala Ala Asp Asn Leu 

183 340 345 350 

184 Arg Ala Lys Trp Asn Phe Ser Thr Leu Cys Val Arg Arg He Phe Ser 

185 355 360 365 

186 Leu He Gly Met lie Gly Pro Ala Val Phe Leu Val Ala Ala Gly Phe 

187 370 375 380 

188 Ile Gly Cys Asp Tyr Ser Leu Ala Val Ala Phe Leu Thr He Ser Thr 

189 385 390 395 400 

190 Thr Leu Gly Gly Phe Cys Ser Ser Gly Phe Ser Ile Asn His Leu Asp 

191 405 410 415 

192 He Ala Pro Ser Tyr Ala Gly Ile Leu Leu Gly Ile Thr Asn Thr Phe 
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430 



193 420 425 

194 Ala Thr He Pro Gly Met Val Gly Pro Val He Ala Lys Ser Leu Thr 

195 435 440 445 

196 Pro Asp Asn Thr Val Gly Glu Trp Gin Thr Val Phe Tyr He Ala Ala 

19 7 450 455 460 

198 Ala He Asn Val Phe Gly Ala He Phe Phe Thr Leu Phe Ala Lys Glv 

199 465 470 475 48 J 

200 Glu Val Gin Asn Trp Ala Leu Asn Asp His His Gly His Arg His 

201 485 490 495 

203 <210> SEQ ID NO: 3 

204 <211> LENGTH: 2844 
2 05 <212> TYPE: DNA 

206 <213> ORGANISM: Ovis sp . 

207 <220> FEATURE: 

208 <221> NAME /KEY : CDS 

209 <222> LOCATION: (84) . . (1568) 

210 <400> SEQUENCE: 3 

211 cccgggggcg gggggcttcg gcggtcccgc tggagctctc ttttccgcgg agcaggtttg 60 

212 cgccgtagct ccctgaaggc ate atg aag tec ccg gtt teg gac tta gee ccg 113 

213 Met Lys Ser Pro Val Ser Asp Leu Ala Pro 

l\\ 1 5 10 

215 age gac ggc gag gag ggc teg gac cgc aca ccg etc ctg cag cgc gee 161 

216 Ser Asp Gly Glu Glu Gly Ser Asp Arg Thr Pro Leu Leu Gin Arg Ala 

217 15 20 25 

218 cc 9 c 99 9 C 9 9aa ccc get cca gta tgc tgc tct get cgt tac aac eta 

219 Pro Arg Ala Glu Pro Ala Pro Val Cys Cys Ser Ala Arg Tyr Asn Leu 

220 30 35 40 

221 gca ttt ttg tec ttt ttt ggt ttc ttc gtt etc tat tea tta egg gtg 

222 Ala Phe Leu Ser Phe Phe Gly Phe Phe Val Leu Tyr Ser Leu Arq Val 

223 45 50 55 

224 aat ctg age gtt gca eta gtg gac atg gtg gat tea aac aca act gee 305 

225 Asn Leu Ser Val Ala Leu Val Asp Met Val Asp Ser Asn Thr Thr Ala 

226 60 65 70 

227 aaa gat aat aga acg tec tac gag tgt gca gag cat tct get ccc ata 353 

22 8 Lys Asp Asn Arg Thr Ser Tyr Glu Cys Ala Glu His Ser Ala Pro He 

229 7 5 80 85 90 

230 aaa gtt ctt cac aac caa acg ggt aaa aag tac egg tgg gat gca gaa 401 

231 Lys Val Leu His Asn Gin Thr Gly Lys Lys Tyr Arg Trp Asp Ala Glu 

232 95 100 105 

233 act caa gga tgg att etc gga tct ttt ttc tat ggc tac ate ate aca 449 

234 Thr Gin Gly Trp He Leu Gly Ser Phe Phe Tyr Gly Tyr He He Thr 

235 110 115 120 

236 caa att cct gga gga tat gtt gee age aga agt ggg ggg aag ctg ttg 4 97 

23 7 Gin He Pro Gly Gly Tyr Val Ala Ser Arg Ser Gly Gly Lys Leu Leu 

238 125 130 135 

239 eta gga ttc ggg ate ttt get aca get ate ttc ace ctg ttc act ccc 545 

240 Leu Gly Phe Gly He Phe Ala Thr Ala He Phe Thr Leu Phe Thr Pro 

241 140 145 150 

242 etc get gca gat ttc gga gtc gga gee ctt gtt gca etc agg gca eta 593 



209 



257 
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RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/10/82 3,506 



DATE: 09/17/2004 
TIME: 11:38:32 



Input Set : N:\Crf3\RULE60\10823506.raw 
Output Set: N:\CRF4\09172004\J823506.raw 

Plea se No t e^ 

T*ll n t nd i° r ^ detected in th * Sequence Listing. Please review the 

Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fxelds of each sequence which presents at least one n or Xaa 



Seq# : 5 
Seq#:6 
Seq#:9 
Seq# : 9 
Seq# : 9 
Seq#:9 
Seq# : 9 
Seq# : 9 
Seq# : 9 
Seq#: 9 
Seq# : 9 
Seq# : 9 
Seq# : 9 
Seq#:10 
Seq#: 10 
Seq#: 10 
Seq#: 10 
Seq#:10 
Seq# : 10 
Seq# : 10 
Seq# : 10 
Seq#: 10 
Seq#: 10 
Seq#: 10 
Seq#: 11 
Seq#:ll 
Seq#: 11 
Seq#: 11 
Seq#:ll 
Seq#: 11 
Seq#: 11 
Seq#: 11 
Seq#: 11 
Seq#:ll 
Seq#: 11 
Seq#:ll 
Seq#:ll 
Seq#:ll 
Seq#:ll 
Seq#:ll 
Seq# : ll 
Seq# : ll 
Seq#:H 
Seq# : ii 



N Pos . 13, 16 
N Pos. 21 

Xaa Pos. 2,3,6,8,10,11,12,16,17/20,21,22,23,24,25,27,29,31,34,42,44 
46,52,53,55,57,61,63,64,66,68, 71,74,75, 79,81,82, 84, 93 94 
95,99,102,113,114,116,123,132,133,136,137,138,141,144,145 
146,148,149,155,159,161,163, 164,165,166,168,172,177,179 
188,197,199,200,202,207,212,219,231,232,234,235,236,238 
239,242,243,246,250,253,254,257,258,259,260,264,265,271 
274,283,284,285,286,288,294,2 95,298,308,310,315,318,319 
324,332,333,33 7,338, 345,355,361,362,364,366,371,376,377 
380,381,382,383,384,385,3 90, 3 92,394,397,401,416,424 431 
Xaa Pos. 436, 439, 442, 444, 445, 447, 450, 453, 458, 459, 461, 462, 466, '468 
Xaa Pos. 474,482,486,487,488,491,495 

2,3,6,8,10,11,12,16,17,20,21,22,23,24,25,2 7,2 9,31,34,42 
44,46,52,53,55,57,61,63,64,66,68,71,74,75,79,81,82,84,93 
94,95,99,102,113,114,116,123,132,133,136,137,138,141,144 
145,146,148,149,155,159,161,163,164,165,166,168,172,177 
179,188,197,199,200,202,207,212,219,231,232,234,235 236 
238,239,242,243,246,250,253,254,257,258,259,260,264,265 
271,274,283,284,285,286,288,2 94,295,298,308,310,315 318 
319,324,332,333,337,338,345,355,361,362,364,366,371,376 
377,380,381,382,383,384,385,390,392,394,397,401 416 424 
Xaa Pos. 431, 436, 439, 442, 444, 445, 447, 450, 453, 458, 459, 461, 462 f # 466 
Xaa Pos. 468,474,482,486,487,488,491,495 

N Pos. 5,9,16,17,18,22,24,29,32,36,46,49,60,63,66,69,71,73,81,87 
91,102,124,130,136,154,15 7, 159,163, 171,183, 189,190 198 ' 204 
213,220,221,222,223,237,241,243,245,250,278,282,285,297 305 
306, 33 9,342, 34 8,369,3 95, 3 98, 3 99, 408, 409 ,412, 423, 43 0,434, '435 
438, 442, 445, 463, 465, 477, 483, 487, 489, 4 92, 493, 497, 504^516, '531 
536,564,591,597,600,606, 621 , 634 , 655 , 693 , 696 , 702 , 704 ' 706 ' 714 

715, 717, 724, 729, 738, 750, 757, 761, 762, 770, 774, 775, 777,' 779' 780 
792,795,812,822,847,852, 855,856,858,864,882,885,894 924*930 
945,954,955,970,994,997,999,1011,1013,1035,1064,1081 1083 
1086,1092,1096,1113,1128,1129, 1140,1143,1146,1149,1152, 1155 
1170,1176,1182,1191,1203,1248,1272,1293, 1308, 1315, 1324 ' 1332 

1334, 1341, 1350, 1357, 1374, 1377, 1382, 1383, 1386, 1398, 1404,' 1422 
1446, 1458, 1459, 1463, 1473, 14 83 

2,3,6,8,10,11,12,16, 17,20,21,22,23,24,25,27,29,31,34,42 
44,46,52,53,55,57,61,63,64,66,68,71,74, 75,79, 81,82, 84 93 
94,95,99,102,113,114,116,123,132,133,136,137,138,141 144 
145,146,148,149,155,159,161,163,164,165,166,168,172,177 
179,188,197,199,200,202,207,212,219,231,232,234,235,236 
Xaa Pos. 238,239,242,243,246,250,253,254,257,258,259,260,264,265 
Xaa Pos. 271,274,283,284,285,286,288,294,295,298,308,310,315 318 



Xaa Pos 
Xaa Pos . 
Xaa Pos . 
Xaa Pos . 
Xaa Pos . 
Xaa Pos . 
Xaa Pos . 
Xaa Pos . 



Xaa Pos 
Xaa Pos , 
Xaa Pos . 
Xaa Pos . 
Xaa Pos . 
Xaa Pos . 
Xaa Pos . 
Xaa Pos . 
Xaa Pos . 



N Pos . 
N Pos . 
N Pos . 
N Pos . 
N Pos . 
N Pos . 
N Pos . 
N Pos . 
N Pos . 
N Pos . 
N Pos . 
N Pos . 
Xaa Pos , 
Xaa Pos , 
Xaa Pos . 
Xaa Pos . 
Xaa Pos . 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE : 0 9/17/2004 

PATENT APPLICATION: US/10/823 , 506 TIME : 11:38:32 

Input Set : N:\Crf3\RULE60\10823506.raw 
Output Set: N:\CRF4\09172004\J823506.raw 

Seq#:ll; Xaa Pos. 319,324,332,333,337,338,345,355,361,362,364,366,371,376 

Seq#:ll; Xaa Pos. 3 77,380,381,382,383,384,385,390,392,394,397,401,416,424 

Seq#:ll; Xaa Pos. 431,436,439,442,444,445,447,450,453,458,459,461,462,466 

Seq#:ll; Xaa Pos. 468,474,482,486,487,488,491,4 95 

Seq#:12; Xaa Pos. 2,3,6,8,10,11,12,16,17,20,21,22,23,24,25,27,29,31,34,42 

Seq#:12; Xaa Pos. 44,46,52,53,55,57,61,63,64,66,68,71,74,75,79,81,82,84,93 

Seq#:12; Xaa Pos . 94,95,99,102,113,114,116,123,132,133,136,137,138,141,144 

Use of < 220> Feature ( N EW RULES ) : 

Sequence (s)_are missing the <220> Feature and associated headings. 
Use of <220> to <223> is MANDATORY if <213> ORGANISM is "Artificial Sequence" 
or"Unknown". Please explain source of genetic material in <220> to <223> 
section (See "Federal Register," 6/01/98, Vol. 63, No. 104 , pp . 29631 -32 ) 
(Sec. 1.823 of new Rules) 



Seq#:10, 12 
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VARIABLE LOCATION SUMMARY DATE- 09/17/2004 

PATENT APPLICATION: US/10/823 , 506 TIME: 11:38:32 

Input Set : N:\Crf3\RULE60\10823506.raw 
Output Set: N:\CRF4\09172004\J823506.raw 

Use of_j^s_gr^aa^sjN EW RULES) :_ 

Use of n-a and/or Xaa • s have been detected in the Sequence Listing. 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present 

rLJf! > t0 < v" > SeCti ° n ' Please ex * lain location of n or Xaa,* and which 
residue n or Xaa represents. 



Seq#:5 
Seq#:6 
Seg#: 9 
Seq#: 9 
Seq# : 9 
Seq# : 9 
Seq# : 9 
Seq#: 9 
Seq#:9 
Seq#:9 
Seq#: 9 
Seq#:9 
Seq# : 9 
Seq#: 10 
Seq#: 10 
Seq#:10 
Seq#:10 
Seq# : 10 
Seq# : 10 
Seq# : 10 
Seq#:10 
Seq#: 10 
Seq#:10 
Seq#:10 
Seq#:ll 
Seq#: 11 
Seq#:ll 
Seq#: 11 
Seq#:ll 
Seq#:ll 
Seq#:ll, 
Seq#:ll 
Seq# : 11 
Seq#: ll 
Seq# : H 
Seq#: 11 
Seq#:H 
Seq#:ll 
Seq#: ll 
Seq#:ll 
Seq#:ll 
Seq# : 11 
Seq#: 11 



Xaa Pos . 
Xaa Pos . 
Xaa Pos . 
Xaa Pos . 
Xaa Pos . 
Xaa Pos . 

Xaa Pos , 

Xaa Pos . 

Xaa Pos . 

Xaa Pos. 



N Pos. 13,16 
N Pos. 21 

Xaa Pos. 2,3,6,8,10,11,12,16,17,20,21,22,23,24,25,27,29,31,34,42,44 
Xaa Pos . 46, 52, 53, 55, 57, 61, 63, 64, 66, 68, 71, 74, 75, 79, 81, 82, 84 93 94 
Xaa Pos. 95, 99, 102, 113, 114, 116, 123, 132, 133, 136, 137, 138,141,144' 145 
Xaa Pos. 146,148,149,155,159,161,163,164,165,166,168,172,177 179 
Xaa Pos. 188, 197, 199, 200, 202, 207, 212, 219, 231, 232, 234, 235, 236;238 
239,242,243,246,250,253,254,257,258,259,260,264,265 271 
274,283,284,285,286,288,294,295,298,308,310,315 318' 319 
324, 332, 333, 337, 338, 345, 355, 361, 362, 364, 366, 371,' 376, '377 

380.3 81,3 82,383,384,385,390,392,394,397,401,416,424 431 

436, 439, 442, 444, 445, 447 ,450, 453, 458, 459, 461 ,462, 466 '468 

474.4 82,4 86,4 87,488,4 91,4 95 

2,3,6,8,10,11,12,16,17,20,21,22,23,24,25,27,29,31,34,42 
44,46,52,53,55,57,61,63,64,66,68,71,74,75,79,81,82,84 93 
94,95,99,102,113,114,116,123,132,133,136,137,138,141 144 
145,146,148,149,155,159,161,163,164,165,166,168,172 177 
Xaa Pos. 179,188,197,199,200,202,207,212,219,231,232,234 235 236 
Xaa Pos. 238, 239, 242, 243, 246, 250, 253, 254, 257, 258, 259, 260, 264 f # 265 
Xaa Pos. 271,274,283,284,285,286,288,294,295,298,308,310,315 318 
Xaa Pos. 319,324,332,333,337,338,345,355,361,362,364,366,371,376 
Xaa POS. 377,380,381,382,383,384,385,390,392,394,397,401,416,424 
Xaa Pos. 431,436,439,442,444,445,447,450,453,458,459,461,462,466 
Xaa Pos. 468,474,482,486,487,488,491,495 

N Pos. 5,9,16,17,18,22,24,29,32,36,46,49,60,63,66,69,71,73 81 87 
91, 102, 124, 130, 136, 154, 157, 159, 163, 171, 183, 189, 190, 198^204 
213,220,221,222,223,237,241,243,245,250,278,282,285,297 305 
306,339,342,348,369,395,3 98,3 99,408,409,412,423,430 434 ' 435 
438, 442 ,445, 463, 465, 477, 483, 487, 489, 492 ,493, 497, 504 ' 516 ' 531 
536, 564, 591, 597, 600, 606, 621, 634, 655, 693 ,696, 702, 704,' 706' 714 
N Pos. 715, 717, 724, 729, 738, 750, 757, 761, 762, 770, 774, 775, 777, 779' 780 
N Pos. 792,795,812,822,847,852,855,856,858,864,882,885,894 924*930 
N Pos. 945,954,955,970,994,997,999,1011,1013,1035,1064,1081,1083 
N Pos. 1086,1092,1096,1113,1128,1129,1140,1143,1146,1149,1152,1155 
N Pos. 1170,1176,1182,1191,1203,1248,1272,1293,1308,1315 1324 1332 
N Pos. 1334, 1341, 1350, 1357, 1374, 1377, 1382, 1383, 1386, 1398,1404,' 1422 
N Pos. 1446,1458,1459,1463,1473,1483 

Xaa Pos. 2,3,6,8,10,11,12,16,17,20,21,22,23,24,25,27,29,31,34,42 
Xaa Pos. 44,46,52,53,55,57,61,63,64,66,68,71,74,75,79,81,82,84,93 
Xaa Pos. 94,95,99,102,113,114,116,123,132,133,136,137,138,141,144 
Xaa Pos. 145,146,148,149,155,159,161,163,164,165,166,168,172,177 
Xaa Pos. 179,188,197,199,200,202,207,212,219,231,232,234,235,236 
Xaa Pos. 238,239,242,243,246,250,253,254,257,258,259,260,264 265 



N Pos . 
N Pos . 
N Pos . 
N Pos . 
N Pos . 
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VARIABLE LOCATION SUMMARY DATE • 09/17/2004 

PATENT APPLICATION: US/10/823,506 TIME: 11:38:32 

Input Set : N:\Crf3\RULE60\10823506.raw 
Output Set: N:\CRF4\09172004\J823506.raw 

Seq#:ll; Xaa Pos. 2 71,274,283,284,285,286,288,294,295,298,308,310,315 318 
Seq#:ll; Xaa Pos. 319,324,332,333,337,338,345,355,361,362,364,366,371 376 
Seq#:ll; Xaa Pos. 377,380,381,382,383,384,385,390,392,394,397,401 416 424 
Seq#:ll; Xaa Pos. 431 , 436 , 439 , 442 , 444 , 445 , 447 , 450 , 453 , 458 , 459 , 461 ,' 462 \ 466 
Seq#:ll; Xaa Pos. 468,474,482,486,487,488,491,495 

Seq#:12; Xaa Pos. 2,3,6,8,10,11,12,16,17,20,21,22,23,24,25,27,29 31 34 42 
Seq#:12; Xaa Pos. 44,46,52,53,55,57,61,63,64,66,68,71,74,75,79,81,82,84,93 
Seq#:12; Xaa Pos. 94,95,99,102,113,114,116,123,132,133,136,137,138,141 144 
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VERIFICATION SUMMARY DATE: 09/17/2 004 

PATENT APPLICATION: US/10/823,506 TIME: 11:38:32 

Input Set : N:\Crf3\RULE60\10823506.raw 
Output Set: N:\CRF4\09172004\J823506.raw 

L:10 M:256 W: Invalid Numeric Header Field, Wrong Prior FILING DATE • YYYY-MM-DD 
L:405 M:258 W : Mandatory Feature missing, <221> Tag not found for SEQ ID# • 5 
L:405 M:258 W: Mandatory Feature missing, <222> Tag not found for SEQ ID#-5 
L:40S M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:5 after pos . : 0 
L:414 M:258 W: Mandatory Feature missing, <221> Tag not found for SEQ ID# • 6 
L:414 M:258 W: Mandatory Feature missing, <222> Tag not found for SEQ ID#-6 
L:414 M:341 W: (46) »n» or "Xaa" used, for SEQ ID#:6 after pos -0 
L:635 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:9 after pos.:48 
M:341 Repeated in SeqNo=9 

L:732 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ#-10 <213> 
ORGANISM: Artificial Sequence " ' 

L:732 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#-10 <213> 
ORGANISM:Artificial Sequence ' 
L:732 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 10 , Line# • 732 
L:733 M.-258 W: Mandatory Feature missing, <221> Tag not found for SEQ ID#-io 
L:733 M:258 W: Mandatory Feature missing, <222> Tag not found for SEQ ID#-10 
L:733 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:10 after pos.:0 
M:341 Repeated in SeqNo=10 

L:807 M:341 W: (46) »n" or "Xaa" used, for SEQ ID#:11 after pos . : 0 
M:341 Repeated in SeqNo=ll 

L:905 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ#-12 <213> 
ORGANISM Artificial Sequence ' ' 

L:905 M:258 W: Mandatory Feature missing, <223> Tag not found for SEO#-12 <213> 
ORGANISM:Artificial Sequence ' 
L:905 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 12 , Line# • 905 
L:906 M:258 W: Mandatory Feature missing, <221> Tag not found for SEQ ID#-12 
L:906 M:258 W: Mandatory Feature missing, <222> Tag not found for SEQ ID#-12 
L:906 M:341 W: (46) »n« or "Xaa" used, for SEQ ID#:12 after pos . : 0 
M:341 Repeated in SeqNo=12 
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